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HUVENOBOl 
LVENNOT0 3 
PROSTUTO 1 
PANCTUT02 
KERANOTOl 
CRBLNOTOl 
LuNGNOT04 
PGANNOTO 1 
BRSTTUTOl 



Lib Description 

prostate tumor, 67 M. match to PROSNOT05 
colon, 40 M, match to COLNCRTOl 
testis, 37 M 
liver, 32 F 

HUVEC endothelial cell line, control 

heart, left ventricle, 31 M 

prostate tumor, 50 M, match to PROSNOT02 

pancreatic tumor, carcinoma, 45 F 

keratinocytes, neonatal M 

brain, cerebellum, 69 M 

lung, 2 M 

paraganglia, 46 M 

breast tumor, 55 F, match to BRSTNOT02 
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